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ENTEHUD 



<110> APPLICANT: Shimkets, Richard A. 

<120> TITLE OF INVENTION: NOVEL NUCLEIC ACID SEQUENCES ENCODING HUMAN SLIT-, 

MEGF-, AND ROUNDABOUT - LIKE POLYPEPTIDES 
<130> FILE REFERENCE: 15966-540 CON S-10 
<140> CURRENT APPLICATION NUMBER: 09/991,053 
<141> CURRENT FILING DATE: 2002-05-23 
<150> PRIOR APPLICATION NUMBER: USSN 60/123,667 
<151> PRIOR FILING DATE: 1999-03-09 
<150> PRIOR APPLICATION NUMBER: 09/520,781 
<151> PRIOR FILING DATE: 2000-03-08 
<160> NUMBER OF SEQ ID NOS : 81 
<170> SOFTWARE: Patentln Ver. 2.1 
<210> SEQ ID NO: 1 
<211> LENGTH: 1812 
<212> TYPE: DNA 
<213> ORGANISM: Homo sapiens 
<220> FEATURE: 
<221> NAME/KEY 
<222> LOCATION 
<400> SEQUENCE 



(1535) 



CDS 
( 537 ) 
1 

atgactgccg ccataagaag acagagagaa ctgagtatcc tcccaaaggt 

ttttgttatt atgagtgtgc ttgcttatat aaaagaatat gcttaaggga 

tttaaagtta atattctaca aaccatagtt tatgagcata agaaattaca 

caatctgatg tattagtaat aataatgtat tattatctct taaacagtgt 

ggctaacagt agcacctgtg aatgaggcag aacctgttat ttggatttca 

aaagtaatgg tactgttaaa agtaccaaaa atgtattata tgctttaaaa 

gaaaacagta ttttcctttt caacacatct attgaaagtg ttggataaat 

aatatgctat aaacataaag tctgttttta aaaaatagca tttgaaaatc 

ttttgttttc ttttgtttgt atatatgttt attggtaaaa ggtgacactg 



gaatttcaat 60 
aaaaaggtgc 120 
taatttacag 180 
tttgttttat 240 
caaggatgtg 300 
attctagcca 360 
gcaggatgtt 420 
atgaagggct 480 
gaagca atg 539 
Met 
1 

ccc aga 587 
Pro Arg 



aac acc aca gtg atg caa ggc ttc aac aga tct gag egg tgc 

Asn Thr Thr Val Met Gin Gly Phe Asn Arg Ser Glu Arg Cys 
5 10 15 

gac act egg ata gta cag ctg gta ttc cca gec etc tac aca gtg gtt 635 

Asp Thr Arg lie Val Gin Leu Val Phe Pro Ala Leu Tyr Thr Val Val 

20 25 30 

ttc ttg acc ggc ate ctg ctg aat act ttg get ctg tgg gtg ttt gtt 683 

Phe Leu Thr Gly lie Leu Leu Asn Thr Leu Ala Leu Trp Val Phe Val 

35 40 45 

cac ate ccc age tec tec acc ttc ate ate tac etc aaa aac act ttg 731 

His lie Pro Ser Ser Ser Thr Phe lie lie Tyr Leu Lys Asn Thr Leu 
50 55 60 65 
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278 
280 
281 
282 
284 
285 
28b 
288 
289 
290 
292 
293 
294 
296 
297 
298 
300 
301 
302 
304 
305 
306 
308 
309 
310 
312 
313 
314 
316 
317 
318 
320 
321 
322 
324 
325 
326 
328 
329 
330 
332 
333 
334 
336 
337 
338 
340 
341 
342 



ttg gaa 
Leu Glu 

gat gcc 
Asp Ala 

tea gcc 
Ser Ala 
185 
agt ctt 
Ser Leu 
200 

tgg ttg 
Trp Leu 

ate tac 
lie Tyr 

aag gta 
Lys Val 



gga 
Gly 

cgc 
Arg 
280 
etc 
Leu 



tct 
Ser 
265 
ttg 
Leu 

cag 
Gin 



ctg gca 
Leu Ala 

tgt gcc 
Cys Ala 

aag gaa 
Lys Glu 
345 
cga gtt 
Arg Val 
360 

gaa aga 
Glu Arg 

ate aag 
lie Lys 



cca 
Pro 

aaa 
Lys 
170 
aca 
Thr 

gga 
Gly 

aaa 
Lys 

ttc 
Phe 

gtt 
Val 
250 
caa 
Gin 

aac 
Asn 

gca 
Ala 

acg 
Thr 

tat 
Tyr 
330 
cag 
Gin 

cct 
Pro 

tat 
Tyr 

acg 
Thr 



ttc 
Phe 
155 
cat 
His 

gtg 
Val 

gaa 
Glu 

gaa 

Glu 

ttc 
Phe 
235 
ttc 
Phe 

aga 
Arg 

tgc 
Cys 

gtt 
Val 

ttt 
Phe 
315 
gac 
Asp 

aag 
Lys 

aag 
Lys 

gca 
Ala 

cac 
His 
395 



140 

ggg 

Gly 

gcc 
Ala 

act 
Thr 

age 
Ser 

cca 
Pro 
220 
ttc 
Phe 

cca 
Pro 

gtc 
Val 

tea 
Ser 

aca 
Thr 
300 
tct 
Ser 

atg 
Met 

tct 
Ser 

ccc 
Pro 

ace 
Thr 
380 
ccg 
Pro 



gat gaa 
Asp Glu 

aac gtt 
Asn Val 

gac ttc 
Asp Phe 
190 
cct ace 
Pro Thr 
205 

tac ttt 
Tyr Phe 

agg gaa 
Arg Glu 

aga gtg 
Arg Val 

ctg gag 
Leu Glu 
270 
gtt cct 
Val Pro 
285 

gat gtg 
Asp Val 

aca cct 
Thr Pro 

ctt gac 
Leu Asp 

cct gat 
Pro Asp 
350 
agg cca 
Arg Pro 
365 

tec aat 
Ser Asn 

etc atg 
Leu Met 



ttc 
Phe 

gca 
Ala 
175 
ctt 
Leu 

ctg 
Leu 

gtt 
Val 

ata 
He 

get 
Ala 
255 
aaa 
Lys 

gga 

Gly 

att 
He 

tat 
Tyr 

att 
He 
335 
tec 
Ser 

ggt 
Gly 

gag 
Glu 

gat 
Asp 



age 
Ser 
160 
ctg 
Leu 

gcc 
Ala 

egg 
Arg 

caa 
Gin 

gca 
Ala 
240 
cag 
Gin 

cag 
Gin 

gac 
Asp 

cgt 
Arg 

aac 
Asn 
320 
gcc 
Ala 

acc 
Thr 

tgc 

Cys 

ttc 
Phe 

gag 
Glu 
400 



145 

gga atg 
Gly Met 

ttt gca 
Phe Ala 

att gac 
He Asp 



acc 
Thr 

gcc 
Ala 
225 
gtg 
Val 



gtc 
Val 
210 
gtg 
Val 

gag 
Glu 



gtt tgt 
Val Cys 

tgg acg 
Trp Thr 



tct 
Ser 

ate 
He 
305 
age 
Ser 



cat 
His 
290 
aac 
Asn 

ate 
He 



agt gtt 
Ser Val 

tgg aca 
Trp Thr 

tgt get 
Cys Ala 
370 
cct gat 
Pro Asp 
385 

gca gtg 
Ala Val 



gcc 
Ala 

gat 
Asp 

gca 
Ala 
195 
aag 
Lys 

gat 
Asp 

tat 

Tyr 

aag 
Lys 

teg 
Ser 
275 
ttt 
Phe 

ggg 

Gly 

cct 
Pro 

ttt 
Phe 

cca 
Pro 
355 
ggc 
Gly 

gat 
Asp 

ccc 
Pro 



aga tgc 
Arg Cys 
165 
gga aaa 
Gly Lys 
180 

gtc att 
Val He 

cac gat 
His Asp 

tac gga 
Tyr Gly 



150 

cca tat 
Pro Tyr 

eta tac 
Leu Tyr 

tac egg 
Tyr Arg 



aac 
Asn 

aat 
Asn 
260 
ttc 
Phe 



acc 
Thr 
245 
gat 
Asp 

ctg 
Leu 



tea 
Ser 

gat 
Asp 
230 
atg 
Met 



aaa 
Lys 
215 
tat 
Tyr 

gga 
Gly 



atg gga 
Met Gly 

aag gcg 
Lys Ala 



tat ttc aac 
Tyr Phe Asn 



cgt gat 
Arg Asp 

ggg tct 
Gly Ser 
325 
act ggg 
Thr Gly 
340 

gtt cct 
Val Pro 

tea tec 
Ser Ser 

acc ctg 
Thr Leu 

tec ate 
Ser He 
405 



gtt 
Val 
310 
gca 
Ala 

aga 
Arg 

gat 
Asp 

tec 
Ser 

aac 
Asn 
390 
ttc 
Phe 



att 
He 
295 
gtc 
Val 

gtc 
Val 

ttc 
Phe 

gaa 

Glu 

tta 
Leu 
375 
ttc 
Phe 

aac 
Asn 



714 



762 



810 



906 



954 



1002 



1050 



1098 



1146 



1194 



1242 



1290 



1338 



1386 



1434 
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Pl ease Note : 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:3; N Pos . 3047 

Seq# : 5; N Pos . 2882 

Seq#:13; N Pos. 22 

Seq#:19; N Pos. 1491,1565,1627 

Seq#:74; N Pos. 1139,1142,1172 

Seq#:76; N Pos. 114 3,114 6,1176 
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